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Figure 10

CEJ-ABC at primary outcome site as measured by p-CT.
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Figure 11

CEJ-ABC at M2M as measured by p-CT.
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Figure 12

CEJ-ABC at M2D as measured by p-CT.
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Figure 13

The length of CT attachment as measured histologically.
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Figure 14

The area of inflammatory infiltrate between M1 and M2.
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Figure 15

Lymphocytic infiltrate interproximally between M1 and M2.
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Figure 16

PMN infiltrate interproximally between M1 and M2.

PMN Infiltrate

*

Percent

o = N W0 A~ 0o O

1 2 3 4 5 6 7 8 9 10
Group

Group 1 = ligature-alone

Group 3 = mPEG

Group 5 = 0.5 mg SIM/SIM-mPEG

Group 7 = 1.0 mg SIM/SIM-mPEG

Group 9 = 1.5 mg SIM/SIM-mPEG

Groups 2, 4, 6, 8, 10 = contralateral untreated control of preceding treatment

group

* p<0.05
**p<0.001
***p <0.0001



60

Figure 17

Uninflamed CT fibers interproximally between M1 and M2.
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APPENDIX

Animal # | Area of Supracrestal | % INF CEJ - apical extent

inflammation | CT area of epithelium
276L 0 0 0 0
276R 0.03527 0.1146 0.307766143 | 0.2586
277L 0.03101 0.2531 0.28411 0.1972
277R 0.16299 0.8278 0.196895385 | 0.3197
278L 0.02811 0.1275 0.220470588 | 0.03171
278R 0.067498 0.253898 0.265846915 | 0.3648
279L 0 0 0 0
279R 0.14042 0.5286 0.2656451 0.1772
280L 0.03676 0.1651 0.222652938 | 0.1018
280R 0.05145 0.18826 0.273292255 | 0.2042
281L 0.0118 0.1612 0.073200993 | 0.05389
281R 0.04174 0.542 0.07701107 | 0.192
282L 0.02962 0.1842 0.160803474 | 0.24
282R 0.05657 0.3005 0.188252912 | 0.3394
283L 0 0 0 0
283R 0.1106 0.3239 0.341463415 | 0.3128
284L 0.01811 0.1507 0.120172528 | 0.1811
284R 0 0 0 0
285L 0 0 0 0
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CEJ - bone | M1DB CE] - bone uCT | M2MB CEJ - bone uCT | M2DB CEJ - bone
uCT
0 0 0 0
0.4937 0 0 0
0.3646 0.405 0.468 0.51
0.9866 0.716 0.523 0.684
0.2489 0.326 0.34 0.308
0.587 0.8 0.74 0.465
0 0.456 0.395 0.421
0.8089 1.079 1.019 1.06
0.2857 0.356 0.322 0.508
0.4803 1.03 1.007 0.393
0.3159 0.288 0.402 0.218
0.6752 1.095 1.129 0.857
0.4265 0.465 0.436 0.626
0.5711 1.396 0.652 0.919
0 0.469 0.556 0.349
0.5928 0.93 0.78 0.776
0.3761 0.487 0.597 0.668
0 1.327 1.477 1.22
0 0.504 0.445 0.218
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Lymphocyte | Plasma | Macrophage | PMN | CT | Blood | Fibroblast | Space
Cell Vessel

0 0 0 0 0 0 0 0
15 0 0 1 59 |4 21 0
6 0 0 3 68 |5 18 0
11 3 0 7 46 |6 22 5
2 0 0 3 70 |4 19 1
10 0 0 7 59 |4 220 0
0 0 0 0 0 0 0 0
7 1 0 3 55 |10 24 0
8 0 0 1 67 |6 15 3
10 0 0 3 61 |6 14 6
5 0 0 0 63 |7 25 0
9 0 0 4 59 |6 22 0
5 0 0 2 72 |6 15 0
16 0 0 5 58 |3 17 0
0 0 0 0 0 0 0 0
7 4 0 6 34 |17 21 11
5 0 0 2 67 |2 22 2
0 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0




Animal # | Area of Supracrestal | % INF CE]J - apical extent of
inflammation | CT area epithelium
285R 0 0 0 0
286L 0 0 0 0
286R 0.12256 0.4113 0.297982008 | 0.2093
287L 0.012699 0.3019 0.042063597 | 0.3369
287R 0.0798 0.2237 0.35672776 | 0.4961
288L 0.007466 0.046576 0.160297149 | 0.1506
288R 0.1374 0.2608 0.526840491 | 0.3733
289L 0.03009 0.2237 0.134510505 | 0.02844
289R 0.0508 0.2648 0.1918429 0.3565
290L 0.0368 0.2383 0.154427193 | 0.2359
290R 0.077871 0.2673 0.291324355 | 0.3726
291L 0.01841 0.05773 0.31889832 | 0.3707
291R 0.04632 0.2249 0.205958204 | 0.275
292L 0 0 0 0
292R 0.117 0.3646 0.320899616 | 0.09134
293L 0.02362 0.1466 0.16111869 | 0.1931
293R 0.12644 0.2989 0.423017732 | 0.4749
294R 0.11446 0.2689 0.425660097 | 0.3942
295L 0.03259 0.15 0.217266667 | 0.04286
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CEJ - bone | M1DB CE]J - bone pCT | M2MB CE]J - bone puCT | M2DB CE]J - bone
uCT
0 0.951 1.014 0.61
0 0.494 0.432 0.204
0.6464 1.014 0.9 0.404
0.5137 0.464 0.56 0.305
0.6361 0.526 0.604 0.697
0.3005 0.491 0.436 0.334
0.5591 0.692 0.773 1.15
0.2993 0.399 0.456 0.265
0.6727 0.662 0.746 0.726
0.4833 0.542 0.542 0.247
0.6211 0.863 0.845 1.118
0.4912 0.516 0.509 1.034
0.7518 0.771 0.682 0.668
0 0.339 0.262 0.363
0.4393 0.829 0.728 0.61
0.3841 0.575 0.611 0.377
1.043 0.887 0.909 1.176
0.7406 0.937 0.883 0.451
0.1563 0.351 0.321 0.421
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Lymphocyte Plasma | Macrophage | PMN | CT | Blood | Fibroblast | Space
Cell Vessel

0 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0
23 0 0 16 33 |16 11 1
2 0 0 1 75 |8 12 0
10 2 0 6 40 |3 27 0
9 0 0 3 39 |0 17 32
8 0 5 5 53 |10 19 0
11 0 0 2 50 |9 25 1
7 0 0 1 58 |6 28 0
5 0 0 2 67 |6 20 0
0 0 0 0 0 0 0 0
7 0 0 2 55 |2 28 6
5 0 1 9 49 |6 24 6
0 0 0 0 0 0 0 0
24 2 2 3 44 |2 19 5
1 0 2 4 50 |10 33 0
8 0 0 3 50 |7 29 3
9 0 0 6 52 |11 20 2
7 0 1 2 57 |15 18 0




Animal # | Area of Supracrestal | % INF CEJ - apical extent
inflammation | CT area of epithelium
295R 0.07346 0.26 0.282538462 | 0.4883
296L 0.02876 0.09973 0.288378622 | 0.08493
296R 0.09621 0.2344 0.410452218 | 0.4342
298L 0.01446 0.09679 0.149395599 | 0.1102
298R 0.2613 0.2818 0.927253371 | 0.4233
299L 0.014849 0.1046 0.141959847 | 0.2494
299R 0.1085 0.2192 0.494981752 | 0.3103
300L 0.021 0.1279 0.164190774 | 0.1003
300R 0.09871 0.1628 0.606326781 | 0.397
301L 0.01836 0.08773 0.209278468 | 0.2126
301R 0.12928 0.5449 0.237254542 | 0.2635
302L 0.07739 0.2496 0.31005609 0.06813
302R 0.3066 0.06737 4.550987086 | 0.2872
303L 0.041422 0.1382 0.299725036 | 0.08889
303R 0.08393 0.3003 0.279487179 | 0.2423
304L 0.02749 0.1226 0.224225122 | 0.1571
304R 0.1389 0.3803 0.36523797 0.2723
305L 0.06316 0.205 0.308097561 | 0.2231
305R 0.1726 0.5196 0.332178599 | 0.505
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CEJ - bone M1DB CEJ - bone uCT | M2MB CE]J - bone puCT M2DB CEJ - bone
uCT
0.7284 0.892 0.928 1.191
0.3492 0.506 0.611 1.416
0.7414 1.093 1.297 0.628
0.283 0.354 0.427 0.262
0.8627 0.61 0.634 0.421
0.4948 0.592 0.726 0.392
0.8558 0.901 0.944 0.552
0.2959 0.416 0.483 0.538
0.5529 0.658 0.634 0.653
0.338 0.454 0.497 0.261
0.873 0.65 0.731 0.723
0.345 0.496 0.496 0.497
0.4352 0.702 0.688 0.552
0.3942 0.487 0.579 0.438
0.6772 0.868 0.826 0.818
0.3818 0.52 0.526 0.384
0.6412 0.695 0.704 1.278
0.4365 0.717 0.599 0.569
0.6878 0.546 0.81 1.408
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Lymphocyte | Plasma | Macrophage | PMN | CT | Blood | Fibroblast | Space
Cell Vessel
7 1 0 0 59 |11 22 0
12 2 0 0 57 |0 28 0
15 1 1 1 65 |0 14 3
11 0 0 2 54 |3 30 0
27 0 1 13 38 |12 8 1
17 0 0 8 52 |0 21 4
12 0 0 2 37 |13 29 7
7 0 0 6 60 |6 17 5
21 1 0 7 37 |10 23 1
3 0 0 1 63 |5 27 0
7 0 0 1 69 |7 16 0
5 0 0 2 64 |10 17 2
7 1 0 2 60 |1 19 0
10 1 0 0 60 |2 27 0
11 0 0 2 68 |5 12 2
11 0 0 0 61 |3 16 9
5 1 0 4 62 |6 21 0
6 0 0 1 74 |5 14 0
10 1 0 5 58 |5 19 2
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Animal # | Area of Supracrestal | % INF CE]J - apical extent
inflammation CT area of epithelium

306L 0.0431 0.1841 0.234111896 | 0.07888

306R 0.2223 0.6022 0.369146463 | 0.1489

307L 0.02951 0.1032 0.285949612 | 0.1843

307R 0 0 0 0

308L 0 0 0 0

308R 0.1129 0.3755 0.300665779 | 0.4524

309L 0.04346 0.203 0.21408867 0.1579

309R 0.05539 0.2403 0.230503537 | 0.8195

310L 0.02961 0.1432 0.206773743 | 0.1021

310R 0.1432 0.5387 0.265825135 | 0.2229

311L 0.06287 0.1427 0.440574632 | 0.2041
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CEJ - bone | M1DB CE] - bone uCT | M2MB CEJ - bone uCT | M2DB CEJ - bone
uCT
0.3283 0.344 0.37 0.262
0.7032 0.735 0.657 0.844
0.3417 0.475 0.481 0.23
0 0 0 0
0 0 0 0
0.8342 0.851 0.744 1.203
0.4861 0.753 0.89 0.741
0.8816 1.032 0.859 1.139
0.2272 0.403 0.325 0.218
0.7432 0.649 1.13 0.399
0.4173 0.542 0.455 0.524
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Lymphocyte | Plasma | Macrophage | PMN | CT | Blood | Fibroblast | Space
Cell Vessel
3 0 0 1 71 |5 18 1
10 1 0 4 63 |7 15 0
6 0 0 0 64 |8 22 0
0 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0
9 3 0 6 57 |2 22 1
8 0 0 2 70 |8 10 2
6 0 0 2 62 |3 25 3
5 0 0 0 72 |5 18 0
5 0 0 1 71 |3 20 0
7 0 0 1 63 |8 21 0
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Animal # | Area of Supracrestal | % INF CEJ - apical extent
inflammation | CT area of epithelium

311R 0.07683 0.2554 0.30082224 0.3163

312L 0.03843 0.1483 0.259136885 | 0.1664

312R 0.1102 0.2439 0.451824518 | 0.3204

313L 0.04793 0.1588 0.301826196 | 0.1464

313R 0.06563 0.4037 0.162571216 | 0.2082

314L 0.05452 0.1602 0.340324594 | 0.1735

314R 0.164 0.3915 0.41890166 0.23

315L 0 0 0 0

315R 0.0633 0.2273 0.278486582 0.224

316L 0 0 0 0

316R 0.05354 0.2452 0.218352365 | 0.1441
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CEJ] - bone | M1DB CE] - bone uCT | M2MB CEJ - bone uCT | M2DB CE]J - bone
uCT
0.4034 0.508 0.546 1.277
0.3171 0.423 0.437 0.416
0.456 0.451 0.52 0.668
0.4123 0.481 0.643 0.962
0.6358 0.959 0.734 1.118
0.4716 0.507 0.445 0.6
0.7567 0.69 0.771 0.704
0 0.377 0.345 0.422
0.4981 0.501 0.542 0.581
0 0 0 0
0.4403 0.753 0.793 0.613
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Lymphocyte | Plasma | Macrophage | PMN | CT | Blood Fibroblast | Space
Cell Vessel

9 3 0 2 68 |2 15 0
4 0 0 0 69 |10 16 0
21 1 0 2 54 |6 15 1
15 1 0 0 54 |5 24 1
8 1 0 2 62 |7 18 2
13 0 1 1 63 |2 20 1
17 1 0 6 49 |5 16 6
0 0 0 0 0 0 0 0
5 0 0 1 64 |7 23 0
0 0 0 0 0 0 0 0
12 1 1 0 60 |3 24 0
KEY:

276-283 = Ligature-alone

284-287 & 292-295 = mPEG

288-291 & 296-300 = 0.5 mg SIM/SIM-mPEG

301-308 = 1.0 mg SIM/SIM-mPEG

309-316 = 1.5 mg SIM/SIM-mPEG




Animal # Starting Weight Finishing Weight Difference
276 304 318 -14
277 296 289 7
278 304 297 7
279 324 310 14
280 309 314 -5
281 323 331 -8
282 315 310 5
283 326 348 -22
284 328 324 4
285 299 309 -10
286 300 295 5
287 314 317 -3
288 292 294 -2
289 283 277 6
290 270 278 -8
291 300 309 -9
292 273 279 -6
293 297 295 2
294 330 315 15
295 326 313 13

76



Animal # Starting Weight Finishing Weight Difference
296 310 315 -5
298 302 301 1
299 288 292 -4
300 324 312 12
301 348 340 8
302 325 317 8
303 401 394 7
304 303 298 5
305 353 342 11
306 353 335 18
307 334 346 -12
308 352 352 0
309 324 320 4
310 340 326 14
311 337 327 10
312 309 300 9
313 342 334 8
314 336 322 14
315 340 349 -9
316 328 308 20
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